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Sampling – Sampling protocols

Vascular plants

Each vascular plant species was 
recorded along with its 
estimated cover (%) inside 
15x15 m square plots. 

A minimum of 30 minutes to be 
spent in each plot 

Recording separately species and 
abundance values for overstorey 
(height > 3 meters); shrub 
(1<height<3 meters); understorey 
(height<1 meter)



Sampling – Sampling protocols

Epiphytic Lichens

For each plot (15x15m), epiphytic 
lichens were sampled on 3 living 
trees. 

For each tree trunk, 4 10x50 cm 
sampling grids at the four cardinal 
directions, between 100 and 150 cm 
from the ground. 

If, within a plot, standing trees with 
biodiversity relevant features occur, 
e.g., trees with TreMs, these should 
be sampled to allow the detection of 
rare lichen species. 



Sampling – Sampling protocols

Saproxylic Beetles

In each plot 3 logs (length 30-50 cm; diameter 10-15 cm) across different decay classes.  

Each log will be manually dissected to pick up all arthropods (larvae, pupae and adults) 
living in there. Arthropods were collected and stored in a test tube filled with pure 
alcohol (ethanol).

Each tube was labelled with a unique code and site information. In the lab, the specimens 
collected will be separated and placed in single test tubes.



Sampling – Sampling protocols

Phytophagous insects

A linear transect 50 m long and 2 m wide will be established within each sampling plot. 

The collector will walk along the sampling plot for 20 minutes scanning the vegetation. 
All the caterpillars identified on sight will be opportunistically collected.

At the same time, the foliage of herbs, shrubs, and trees up to a height of 3 m will be 
shaken over a white sheet that will be moved along the transect. The white sheet will be 
moved forward while walking through the plot and at the end of the session, the 
caterpillars fallen on it will be collected. 



Sampling – Sampling protocols

594 canopy photos shot and 
analysed

Analysing the light intensity under 
the canopy allows to refine the 
relationships between tree 
structure and biodiversity

Canopy photography



Sampling – Samples identification

Species identification is almost 
finished!



Sampling – Analyses

The idea is to have data on the different components of the forest trophic network



Sampling – Analyses

Unpublished – Links between Forest 
Europe indicators and species richness 

Unpublished – Effect of different silvicultural regimes on 
bryophyte species

Assessing the links between multi-taxon biodiversity and:
1. Tree Related Microhabitats;
2. Dendrometric information;
3. Information on the past management of the areas. 



Sampling – Analyses

Integration of our work in a broad European database on European forests.
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